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Objectives: To evaluate lamellar IL-6 signaling in SRL and the effect of CDH on its downstream targets. Results: OF administration resulted in marked increases (P < 0.05) in lamellar concentrations of activated/ phosphorylated STAT3 (two different moieties) and IL6-R. Cryotherapy decreased (P < 0.05) lamellar phospho-(Ser 727) STAT3 concentrations. IL6-R was expressed in equine keratinocytes, and SC144 decreased IL-6-mediated STAT3 activation in equine keratinocytes.
Conclusion: IL-6 related signaling needs to be further studied as a potential target for pharmacotherapy in SRL. (Gorzelak et al., 2015) .
Objectives: To investigate the effect of two methods of faecal sample handling prior to DNA extraction on the composition of horse faecal microbiota, and to investigate if these microbial communities distribute homogeneously within samples.
Methods: Faecal samples from seven horses were processed with or without homogenization in water using a stomacher prior to DNA extraction and creation of 16S rRNA amplicon libraries for sequencing. Amplicon libraries were also created from DNA extracted from single or multiple faecal balls from one horse. Sequence data were analysed using the QIIME and R software.
Results: Alpha diversity measures (observed species and Chao1 for species richness, Shannon and Simpson indices for species diversity) did not differ significantly between replicates. There was a significant effect of homogenisation (P value = 0.02, R 2 = 0.06 for Bray-Curtis and P value = 0.02, R 2 = 0.17 for weightedUniFrac dissimilarity matrix) and of DNA extraction from single vs multiple faecal balls (P value = 0.03, R 2 = 0.22 for Bray-Curtis and P value = 0.002, R 2 = 0.32 for weighted-UniFrac dissimilarity matrix) on beta diversity.
Conclusions: Sample handling had a significant effect on the microbial community profile. Differences in microbial composition were also found in subsamples obtained from a single faecal sample. Caution should be taken making comparisons between microbiome studies when different methods have been used. 
